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[ Abstract ] Metagenomic next-generation sequencing (mNGS), a new technique for
pathogen identification, is increasingly used for the clinical diagnosis of infectious diseases of the
central nervous system. Based on the previous studies and expert opinions, the Chinese Society of
Infectious Diseases and Cerebrospinal Fluid Cytology developed this consensus to standardize the
clinical application of mNGS of cerebrospinal fluid.
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